In the title compound, C 10 H 11 N 3 O 2 S, the thiazine ring exists in a conformation intermediate between twist-boat and halfchair. The dihedral angle between the mean plane of the thiazine ring and the hydrazide group is 89.45 (13) . In the crystal, N-HÁ Á ÁO hydrogen bonds link the molecules into (100) sheets and weak C-HÁ Á ÁO interactions further consolidate the packing.
Related literature
For the biological and medicinal activity of 1,4-benzothiazine compounds, see: Armenise et al. (1991) ; Gupta et al. (1993) ; Vicente et al. (2009) ; Schiaffella et al. (2006) ; Kaneko et al. (2002) . For the pharmacological properties of hydrazones and their derivatives, see: Sivasankar et al. (1995) ; Satyanarayana et al. (2008) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data C 10 H 11 N 3 O 2 S M r = 237.28 Monoclinic, Cc a = 15.3744 (10) Å b = 7.5162 (5) Å c = 9.6256 (7) H atoms treated by a mixture of independent and constrained refinement Á max = 0.18 e Å À3 Á min = À0.14 e Å À3 Absolute structure: Flack (1983) , 792 Friedel pairs Flack parameter: 0.00 (7) Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON.
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Comment
The 4H-benzo(1,4)thiazine compounds exhibit a broad spectrum of biological activitives, such as tetramic acids substituted benzothiazine derivatives are potent inhibitors of HCV polymerase (Vicente et al., 2009) and the pyrazino subsituted 1,4benzothiazine derivatives are inhibitors of adhesion molecule-1, (Kaneko et al., 2002) .They are also known to have antibacterial (Armenise et al.,1991) ,anticancer (Gupta et al.,1993) , antifungal (Schiaffella et al., 2006) activities. The hydrazone compounds were known for their coordinating capability, pharmacological activity, antibacterial and antifungal properties (Sivasankar et al., 1995) (Satyanarayana, et al., 2008) . We paid attention to the preparation of hydrazone derivatives of 2-(3-oxo-2,3-dihydro-2H-1,4-benzothiazin-3-one and we report here the structure of the title compound.
The dihedral angle between the aromatic benzene ring C1-C6 and thiazine ring C1/C6/N1/C7/C8/S1 is 16.77(0.10)°w hile the hydrazide group C9/C10/N2/N3 is oriented at dihedral angle of 89.45(0.13)° with respect to the thiazine ring. The symmetry related intermolecular N-H···O and C-H···O interaction form the dimer along the b axis which results in a ring motif R 2 2 (9) (Bernstein et al., 1995) . The crystal structure is further stabilized through the N-H···O and week C-H···O interaction to form three dimentional network.
Experimental
Ethyl 2-(3-oxo-2,3-dihydrobenzo[b] [1, 4] thiazin-4-yl)acetate (1.26 g, 5mmol) was refluxed in 50 ml ethanol with 2.0 ml of hydrazine for 5 hours. On completion the solution was evaporated under reduce pressure and solid obtained was purified from ethanol. Colourless needles of (I) were obtained by slow evaporation from methanol (m.p. 430 K).
Refinement
The C-H H-atoms were positioned with idealized geometry with C-H = 0.93 Å and were refined using a riding model with U iso (H) = 1.2 U eq (C). The N-H H atoms were located in difference map with N-H= 0.76 (4)-0.83 (4) Å, U iso (H) = 1.2 for N atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) C7 0.0462 (10) 0.0359 (8) 0.0360 (9) −0.0013 (7) 0.0057 (7) 0.0027 (7) C8 0.0532 (11) 0.0358 (9) 0.0529 (11) −0.0081 (7) 0.0049 (8) −0.0080 (7) C9 0.0463 (9) 0.0382 (8) 0.0266 (8) 0.0068 (7) 0.0026 (7) −0.0034 (6) C10 0.0391 (8) 0.0292 (7) 0.0253 (7) −0.0012 (6) 0.0052 (6) −0.0015 (5) N1 0.0393 (7) 0.0293 (6) 0.0304 (7) 0.0025 (5) 0.0068 (6) −0.0012 (5) N2 0.0516 (9) 0.0405 (7) 0.0261 (7) 0.0102 (6) 
Geometric parameters (Å, °)
C1-C2 1.397 (3) C7-C8 1.508 (3) C1-C6 1.400 (2) C8-S1 1.793 (2) C1-S1 1.756 (2) C8-H8A 0.9700 C2-C3 1.364 (4) C8-H8B 0.9700 C2-H2 0.9300 C9-N1 1.463 (2) C3-C4 1.372 (4) C9-C10 1.520 (2) 
